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Introduction

A gPCR: reference technology for nucleic acid
guantification
sensitivity and specificity
wide dynamic range
speed
relative low cost
conceptual and practical simplicity

Aeasy to perform lIigheasy to d
many steps involved
all need to be right
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prepare 1 cycle

power analysis ®
gene versus sample @ experiment

maximization design |
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Prepare

experiment design

A power analysis
A sample vs gene maximization
A run layout

samples

A preparation
A quality control
A pre amplification

assays

A design
A'in silico validation
A empirical validation
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